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Global adjunct principal investigator. AITHYRA, Vienna, Austria
Group leader. Wellcome Sanger Institute, Cambridge, UK

2016-2019 Postdoctoral Fellow. Sarah Teichmann, Wellcome Sanger Institute, Cambridge, UK
2011-2016 Ph.D. Biomedicine/Immunology. Esteban Ballestar, University of Barcelona, Spain
2009-2011 M.Sc. Biomedical Biotechnology. Polytechnic University of Valencia, Spain.
2004-2009 B.Sc. Biotechnology. Polytechnic University of Valencia, Spain.

FUNDING -

2025 PI, Wellcome-LEAP, Maximising the unique potential of menstrual fluid to understand and treat Heavy
Menstrual bleeding, 09/2025 - 09/2028

2024 PI, Ferring Pharmaceuticals A/S, Incorporating immune cells into endometrial organoids, 04/2024 - 08/2026,

2023  Co-PI, Wellcome-LEAP, Female resilience on-chip, 09/2023 — 09/2026,

2023 Co-PI, MSCA - Doctoral Networks, IMMERGE: Storming Immune Monogenic Conditions through
Multiomic and Gene Editing Approaches,

2023 PI, ERC starting grant (UKRI funded), Placentomics - Dissecting the regulatory mechanisms driving
trophoblast cell fate,

2023 Co-PI, Open Targets, Immerse — comprehensive CRISPR perturbations with multimodal readouts to unravel

targets in immune cells, 05/2023 — 04/2027

Previous funding

2023

2022
2021
2021
2021
2020
2020

Co-PI, NIH, Integrating tissue engineering and microfluidics to model the spatial niches of the human
endometrium in vitro with guidance from in vivo multiomics data, 09/2023 — 05/2028, Terminated prematurely
due to USA administration challenges.

PI, CZlI, Cell-Cell Signalling Shaping Reproductive Function,

PI, CZI, A single-cell map of the paediatric ovary in 3D, 10/2021 — 02/2026,

PI, Wellcome-LEAP, Engineering Human B Cells Using Synthetic Biology and Tissue Engineering,

Co-PI, NHMRC, How Do CD4+ T Cells Preserve Memories?,

Co-PI, H2020, HUGODECA-Human Gonad Development Cell Atlas,

Co-PI, H2020, HUTER-Human Uterus Atlas,
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2025
2023
2023
2021
2017

2016

2010

2010

2025 Foulkes Foundation Academy of Medical Sciences Medal

SRUK/CERU Emerging Talent Award

Michelson Philanthropies & Science Magazine Prize for Immunology finalist award

Biochemical Society Early Career Award.

HFSP long-term Postdoctoral Fellowship. Wellcome Sanger Institute. Cambridge, United Kingdom.
Supervisor: Sarah Teichmann, PhD

EMBO long-term Postdoctoral Fellowship. Wellcome Sanger Institute. Cambridge, United Kingdom.
Supervisor: Sarah Teichmann, PhD

PFIS Predoctoral Fellowship. Competitive grant from the Spanish Ministry of Health. University of
Barcelona. Barcelona, Spain. Supervisor: Esteban Ballestar, PhD

Best Final Project Undergraduate Award. Polytechnic University of Valencia. Supervisors: Jos¢ Ramon
Murguia and José Gadea.
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Publications arising from my independent laboratory: final and corresponding (*) author manuscripts
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Mareckova M, Gruhn WH, Botting RA, Li T, Crespo B, van Dongen S, Kiselev V, Prigmore E, Moffett A, Chedotal A,
Herbert M, Bayraktar O, Surani A, Haniffa M, Vento-Tormo R*. Single-cell roadmap of human gonadal development.
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Zemicka-Goetz M*. A single cell characterisation of human embryogenesis identifies pluripotency transitions and
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18. Efremova M, Vento-Tormo M, Teichmann SA, Vento-Tormo R* CellPhoneDB: inferring cell-cell communication
from combined expression of multi-subunit ligand-receptor complexes. Nat Protoc. 2020 Apr;15(4):1484-1506.
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21. Vento-Tormo R, Corppany C, Rodriguez-Ubreva J, de la Rica L, Urquiza JM, Javierre BM, Sabarinathan R, Luque
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SCIENCE COMMUNICATION -

Organiser & chair

2025-onwards Co-lead of project Gynaware for Science dissemination of reproductive biology
2022-onwards Organiser of WCS - Single Cell Biology (2022, 2024)

2022 Chair of “predictive models of stem cell behaviour” at the ISSCR Annual Meeting
2020-2021 Co-chair of “The Wellcome Sanger Institute Seminar Series” (on-line, open)

2019-onwards Coordinator of the reproductive network from Human Cell Atlas (www.humancellatlas.org)

Selected invited speaker to national and international meetings (since being a group leader)
Total = 87

2026 3R LAND conference — Tiibingen (Germany) (Keynote)

2026  Probing Human Disease using Single-Cell Technologies Conference, Cancun (Mexico)
2026  Fertility 2026, Edinburgh (UK)

2025 Computational Biology Symposium, Lausanne (Switzerland)

2025 ISMB/ECCB, Liverpool (UK) (Keynote)

2025 UK Functional Genomics Initiative inaugural meeting, Exeter-Devon (UK)

2025 OZ Single Cell 2025, Sydney (Australia)

2025 European Phagocyte Workshop, Madrid (Spain)

2025 Women's Health: Genes, Data and Advancing Approaches Cambridge (UK)

2024  4th Fusion Conference on Epigenetics, Malta (Italy)

2024  ECI (European Congress of Immunology), Dublin (Ireland)

2024  SRI (Society for Reproductive Investigation), Dublin (Ireland) (Keynote)

2024  ESHG (The European Society of Human Genetics), Berlin (Germany)

2024 EMBO meeting: Tissue-resident immune cells in health and disease, Marseille (France)
2023  MPS (MicroPhysiological Systems) World Summit, Berlin (Germany) (Keynote)

2023 ESHRE (European Society of Human Reproduction & Embryology), Copenhagen (Denmark)
2023  Spatial Multi-Omics symposia Lausanne (Switzerland).

2022  The power of genomic technologies, Cell Press conference, Shanghai, China (Virtual meeting)
2022  FEBS course: Exploring the human proteome, Stockholm (Sweden) (Keynote)

2022  Gordon Research Conference: Mammalian reproduction, Vermont (USA)

2022  ISSCR annual meeting: 20th anniversary, San Francisco (USA)

2022  EMBO Practical course: Spatial analysis of gene expression in tissues (online) (Keynote)
2021  The Single Cell Revolution and Precision Medicine. Hans Sigrist symposium. (online)
2021  8th Annual Conference: SBI2 High Content (online)

2021  Global health integrated organoid convening. Bill & Melinda Gates foundation. (online)
2021 EMBL Conference: Visualizing Biological Data (VIZBI2021) (online)

2021  Spatially resolved single-cell biology D-BSSE (online)

2021 Keystone Symposia Single Cell Biology (online)

2020  Annual ACR (American College of Rheumatology) Convergence meeting (online).

2020 Single Cell Biology Conference, Wellcome Genome Campus, Hinxton, UK (online).



2020  Applied Bioinformatics in Life Sciences, Leuven (Belgium)

2020 Single Cell Genomics Day: A Practical Workshop (Satija Lab), New York (USA).
2019  18™ CRG Symposium: single cell and single molecule biology, Barcelona (Spain).
2019  Finnish Society for Immunology: Single Cell Immunology, Turku (Finland).

2019 Human Genome Meeting, Seoul (South Korea).

2019  Society for Reproductive Investigation, Paris (France).

2019  Single-Cell Symposium, Paris (France).

Selected Invited lectures (since being a group leader)
Total = 33

2025 Hudson Institute seminars, Melbourne (Australia)

2025 MIT Biological Engineering Seminars, Boston (USA)

2024  Karolinska Institute (Sweden)

2024 CRQG, Barcelona (Spain)

2024 IRB, Barcelona (Spain)

2024 Max Planck Institute, Berlin (Germany)

2023  CNIC (Spanish National Center for Cardiovascular Research), Madrid (Spain)

2022  King's College, CIBCI, London (UK)

2022  Boston Children's Hospital lectures (online)

2022  Neurogenomics: Computational Molecular Neuroscience at MIT (online)

2022  GBSBC Seminar at USCD (San Diego, CA) (online)

2021  Biochemistry Focus ECR webinar series 2021 Early Career Research Award (online)
2021  Caltech/USC DevBio seminar series (online)

2021  Joint Oncology/Institute of Reproductive & Developmental Biology (IRDB) Seminar Series
2020 Institute for Research in Barcelona (IRB) (online)

2019 Institute for Global Health (ISGlobal), Barcelona (Spain)

2019  University College London (UCL), London (UK)

2019  Universite libre de Bruxelles, Brussels (Belgium)

TRAINING OF NEXT GENERATION -

I have supervised 4 PhD students: Dr. Anna Arutyunyan (Cambridge University), Dr. Magda Mareckova (University
of Oxford), Dr. Elias Ruiz-Morales (Cambridge University), and Dr. Valentina Lorenzi (Cambridge University), and 5
postdoctoral fellows: Dr. Hana Aliee, Dr. Hassan Massalha, Dr. Kevin Troule, Dr. Regina Hoo, Dr. Louis-Francois
Handfield. Dr. Hana Aliee is now a PI at CRUK-Cambridge, Dr. Regina Hoo is now a PI at the Centre of Computational
Biology, Duke-NUS Medical School (Singapore) and Dr. Magda Mareckova is now Assistant Professor at University
of Oxford. I currently supervise 8 postdoctoral fellows (3 MSCA, 2 EMBO, 1 ESPOD) and 5 PhD students.

OUTREACH -

I try to share my enthusiasm for scientific discovery and technological in order to inspire those in science and outside
of it, and to advocate for the importance of understanding reproductive pathologies. I have talked extensively to media
outlets about our research, and my lab leads ‘Pelvic Matters’ (details at https://ventolab.org/pelvicmatters-outreach/),
which aims to increase awareness of common gynecological conditions via accessible, scientifically accurate
information posted across campus.

ADDITIONAL INFORMATION -

Member of Centre for Trophoblast Research (CTR). Manuscript reviewer for Nature, Nature Biotechnology, Nature
Immunology, Nature Communications, Cell, Immunity, Bioinformatics and Nucleic Acid Research. Grant reviewer for
ERC, W. M. Keck Foundation and ETH Zurich Research. Selection committee “Jaume I, prestigious scientific prize
in Spain.



